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MUKPOBUOM XKEJYAOUYHO-KUITEYHOT'O TPAKTA KPYIIHOI'O
POT'ATOI'O CKOTA B YCJIOBHUAX MOBBINEHHON TOKCUYECKOM
HAI'PY3KHU TAKEJBIMU METAJIVTAMHA

®denepanbHbIN HAYYHBIN IIEHTP OMOJIOTMYECKUX CUCTeM M arpotexHosioruii PAH, OpenOypr,
Poccus

L]eny. OneHka BIMSHUS U3MEHEHUS COACPKAHUSI TOKCUYHBIX M ACCEHIIMAIBHBIX 2JIEMEH-
TOB B OpraHu3Me >KMBOTHBIX HA COCTOSIHUE MUKPOOHMOMA KUIIICYHHKA.

Mamepuanwvr u memoowl. ViccnenoBaHusi MPOBEIEHbI HA MOJENIM KOPOB YEPHO-MECTPOil
nopoas! (n=70; Bo3pact 4-6 set; xkuBas Macca 610-640 kr; ctaaus nakrauuu 30-55 cyTok nocie
orena). AHaNIM3 3JIEMEHTHOIO COCTaBa MPOBOAMIICSA B HIEPCTH >KUBOTHBIX. [lg moacueTa ko3 ¢-
¢durnmenTa tokcudeckoir Harpy3ku (Kiox) Hcmonb3oBaniach cyMmma KO3(QQPHUIIUESHTOB OTACITHHBIX
TshKenbIX d1emMeHToB (Mn, Fe, Cu, Zn, As, Sr, Pb, Cd, Hg). 3yduenue mukpodbuoma mpoBOIH-
JIOCh B TOJICTOM KHILIEYHHKE (COAEPKUMOE KUIIKH) KOPOB.

Pesynomamor. Konnenrpanus As, Fe, Pb, Al, Co, Ni u V B 1iepcté KOpoB BTOPO# TpyIi-
bl YBEIMYMBAJIACh OTHOCHTEIBHO IMEPBOM Ipymibl cTatuctudecku nocrosepHo (P < 0,05) na
18,5; 29,7; 24,0; 33,0; 30,0; 20,0 u 19,4 % cooTBercTBeHHO. Hanboee MHOTOYHCICHHBIMHU B
MHKpoOOMOME  KuIlleuHMKa kopoB | rpynmbl  sBisuiick  cemeiictBa — Prevotellaceae,
Lachnospiraceae, Oscillospiraceae, unclassified Bacteroidales u Bacteroidaceae. B mukpo6wo-
M€ TOJICTOTO KHIIIeuyHHKa KOpoB |l rpynmel oTMeuanoch 0osiee BBICOKOE COAepKaHue OakTepuid
cemeiict unclassified Bacteroidales, Bacteroidaceae, Prevotellaceae, Succinivibrionaceae. B
TOKE BpeMs YMCIIEHHOCTh cemeiicTB Lachnospiraceae, Lactobacillaceae, Oscillospiraceae B
MUKpPOOHOME TOJICTOTO KullleyHuKa KopoB || rpynmbl Ob1a HUKE, 4eM y KOpoB | TpymibI.

3axniouenue. TlomydeHHBIC PE3yJIbTAThl HCCICIOBAHUS TOKAa3alW psii OCOOCHHOCTEH
MUKpPOOHOTO COCTaBa TOCTOTO KHUIIEYHHUKA JJIsl )KUBOTHBIX C BBICOKUM U HU3KUM KO3 (dULIHeH-
TOM TOKCUYECKOW Harpy3KH.

Kniouesvie cnosa: KpynHbIil poratbliif CKOT, MUKPOOMOM, TSKEJIbIe METAJIBI.
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Aim. Evaluation of the impact of changes in the content of toxic and essential elements in
the animal body on the state of the intestinal microbiome.

Materials and methods. The studies were carried out on the model of black-motley cows
(n=70; age 4-6 years; live weight 610-640 Kkg; lactation stage 30-55 days after calving). The
analysis of the elemental composition was carried out in animal hair. To calculate the toxic load
coefficient (Ktox), the sum of the coefficients of individual heavy elements (Mn, Fe, Cu, Zn, As,
Sr, Pb, Cd, Hg) was used. The study of the microbiome was carried out in the large intestine (in-
testine contents) of cows.

Results. The concentration of As, Fe, Pb, Al, Co, Ni and V in the wool of cows of the
second group increased statistically significantly (P < 0.05) relative to the first group by 18.5%,
29.7%, 24%, 33%, 30 %, 20% and 19.4% respectively. The families Prevotellaceae, Lachnospi-
raceae, Oscillospiraceae, unclassified Bacteroidales and Bacteroidaceae were the most numer-
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ous in the intestinal microbiome of group I cows. In the colon microbiome of group Il cows, a
higher content of bacteria of the unclassified Bacteroidales, Bacteroidaceae, Prevotellaceae, and
Succinivibrionaceae families was noted. At the same time, the number of families Lachnospi-
raceae, Lactobacillaceae, Oscillospiraceae in the microbiome of the large intestine of group II
cows was lower than that of group | cows.

Conclusion. Thus, the study showed a number of features of the microbial composition of
the small intestine for animals with a high and low toxic load factor.
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