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BHUJIOBOM COCTAB U AHTUBMOTHUKOPE3UCTEHTHOCTDH
HTEPOBAKTEPHWIA, U30JIMPOBAHHBIX U3 PA3JIMYHOI'O
BUOMATEPHUAJIA YEJIOBEKA

! Openbyprekuii benepanpHblii necaenoparensekuil nenTp YpO PAH (MHCTUTYT KIIETOYHOTO U
BHyTpUKIIeTouHOr0o cumbuo3za YpO PAH), Opendypr, Poccust
2 TIOMEHCKHIA TOCYIapCTBEHHBINH MeIUIMHCKHIT yHHBepcuTeT, TroMeHs, Poccns

Llenv. I3yuntsh BUIOBYIO CTPYKTYpY OakTepuii cemeiictBa Enterobacteriaceae, BoieneHHbIX
U3 Pa3IMYHOrO OMoMaTepuasa YelioBeKa U OMPENEIUTh UX YyBCTBUTEIBHOCTh K aHTUMHUKPOOHBIM
npenaparam.

Mamepuansvt u memoodwvt. OObEKTOM ISl UCCIEAOBAHUS MOCTY XU 662 mTamMma dSHTe-
poOakTepHii, BbIJICICHHbIE U3 UCIIPAKHEHUI MAIlIeHTOB MpU 00cIe10BaHUU HA AUCOMO03 KHIlIey-
HHKa, MOYH, OTICIISIEMOTO BJIarajuila W BYJbBBI, BEPXHUX JbIXAaTEIbHBIX MyTeW (HOC, 3€Ba) U
paH. Beinenenue sHTepoOaKTepUil POBOANIN 0AKTEPHUOIOTHICCKIM METOI0M, HICHTH(UKAIIIO
— ¢ oMol BpemsmposieTHoM Mmacc-criektpomerpun MALDI TOF MS. Onpenenenue anTu-
OMOTUKOPE3UCTEHTHOCTH OCYIIECTBISIA JUCKO-TU(D(PY3MOHHBIM METOIOM; METOJ «IBOHWHBIX
JTUCKOB» WCIIOB30BAJICS NIl OOHAPY)KEHUSI MPOIYKIMH [-IakTaMa3 paclIUpEeHHOTO CIEKTpa.
Pe3ynbrath uccienoBanuii 00paboTaHbl METOJAMU BapUALIMOHHON CTATUCTUKH.

Pezynomamer. Tlpu omnpeneneHny BHIOBOTO COCTaBa YHTEPOOAKTEpUN B HCCIEAYEMOM
6uomatepuaine muauposan Buj E. coli u npeacraBurenu pona Klebsiella. Cpenu Bcex uccieny-
eMBIX U30JI1TOB dHTepobakTepuii 70,8% ObUM YCTOWYMBBI K aHTUMUKPOOHBIM IpenapaTtam. Ya-
1I€ BCEro 3HTEpOOaKTEepHil ObUIM UYyBCTBUTENBHBI K aMUKALIMHY, LiepoTakcuMy, nepypokcumy,
AMIUIWUINHY U HATUAUKCOBOU KUCIOTE. PE3MCTEHTHOCTh MITAMMOB SHTEPOOAKTEpHU K aHTH-
MUKpPOOHBIM IpernapaTtamM OTMedajach BO BCEX HUCCIENYEMbIX IpyMNax MpenapaTtoB U BapbUPO-
Basna oT 9,6% k amukanuny 10 42,3% k amnunwuinHy. Mconp30BaHue METO/Ia «JIBOWHBIX JTHC-
KOB» IOKa3aJi0, 4TO MPOAYKIIUS -TaKTOMa3 pacIIMPEeHHOr0 CIeKTpa BcTpedanachk y 5-15 % wuc-
CJIeTyeMBbIX IITAaMMOB SHTEPOOAKTEPUIi B 3aBUCIMOCTH OT MCCIIEyEMOTO MaTepuaa.

3axnouenue. Pe3ynbTaThl MOHUTOPUHTA BHIOBOW CTPYKTYpPHI U aHTHOUOTHKOPE3UCTEHT-
HOCTH SHTEpPOOAKTEPH, BBIJCICHHBIX M3 PA3JIMYHOTO OHMOMaTepuasa 00CiIeyeMbIX MallueHTOB,
CBUJICTEIILCTBYIOT O COXPAHEHUH JOMHUHHUPYIOIIEH POJIM YHTEPOOAKTEPUN W IIUPOKOM pacmpo-
CTpaHEHUH PE3UCTEHTHOCTU BBIICTICHHBIX IITAMMOB K aHTUMHKPOOHBIM TIperaparam.

Knrouesvie cnosa: surepobakrepun, E. coli, Klebsiella spp., antubuornxopesucreHT-
HOCTb.
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SPECIES COMPOSITION AND ANTIBIOTICRESISTANCE OF
ENTEROBACTERIA ISOLATED FROM DIFFERENT BIOTOPES
OF THE HUMAN BODY
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Aim. To study the species structure of bacteria of the family Enterobacteriaceae isolated
from various human biomaterials and determine their sensitivity to antimicrobial drugs.

Materials and methods. The object of the study was 662 strains of enterobacteria isolat-
ed from patient feces during examination for dysbiosis of the intestines, urine, vaginal and vul-
var discharge, upper respiratory tract (nose, pharynx) and wounds. Enterobacteriaceae were
isolated using the bacteriological method and identified using time-of-flight mass spectrometry
MALDI TOF MS. Antibiotic resistance was determined using the disk diffusion method; the
«double disk» method was used to detect the production of extended spectrum [-lactamases.
The research results were processed using variation statistics methods.

Results. When determining the species composition of enterobacteria in the studied bio-
material, the leading species were E. coli and representatives of the genus Klebsiella. Among all
studied isolates of enterobacteria, 70.8% were resistant to antimicrobial drugs. Most often, enter-
obacteria were sensitive to amikacin, cefotaxime, cefuroxime, ampicillin and nalidixic acid. Re-
sistance of enterobacterial strains to antimicrobial drugs was observed in all studied groups of
drugs and varied from 9.6% to amikacin to 42.3% to ampicillin. The use of the «double disk»
method showed that the production of extended spectrum B-lactomases occurred in 5-15% of the
studied strains of enterobacteria, depending on the material studied.

Conclusion. The results of monitoring the species structure and antibiotic resistance of
enterobacteria isolated from various biomaterials of examined patients indicate the preservation
of the dominant role of enterobacteria and the widespread resistance of isolated strains to anti-
microbial drugs.
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