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NMPUMEHEHHUE METOJA IIOJIMMEPA3HOM HEITHON PEAKIIUH
JJS JETEKIHUU TRICHOPHYTON MENTAGROPHYTES

bamkupckuii rocyapcTBeHHBIM METUIIMHCKUN YHUBEPCUTET, Y da, Poccust

L]env. PazpaboTka HOBBIX MOAXOAOB K Aerekimu Trichophyton mentagrophytes ¢ mpume-
Henuem [1IP u onenka MHPOPMATHUBHOCTH TECT-CHCTEMBI IO CPABHEHUIO C PEriiaMEHTHUPOBAH-
HBIMH METOJIaMU JIa0OpaTOPHOU TMAarHOCTUKE MUKO30B.

Mamepuanvt u memoowsl. B MccleOBaHUN HCIIONB30BAIM KIMHUYSCKUN MaTepuan OT Ia-
IUEHTOB C MOJO3PEHHEM Ha TpUXO(]UTHIO, BBI3BAaHHYIO 1. Mentagrophytes. Ilpumensinu perina-
MEHTUPOBAHHBIC METOJbI JIA0OPATOPHOM JUATHOCTHKH J€PMATOMHKO30B M MOJICKYJISIPHO-
TeHEeTUYeCKHe TexHonornuu Ha ocHoBe [I1P. /In3aiitn mpaiiMepoB OCYIIIECTBJIEH C MCIOJb30BaHU-
em mporpammbl PrimerSelect n3 makera Lasergene (DNASTAR,USA) u npuBjicueHrueM K aHAIU-
3y moclieaoBarenbHoCcTel U3 MexkayHapoaHoro 6anka GenBank (NCBI), cooTBeTcTBYIOIUX IS
T. mentagrophytes (Z97995). IIposepka Ha crenuGUIHOCTh U YYBCTBUTEIBLHOCTD MMOI00PAHHBIX
npaiMepoB BbINoJIHEHA ¢ ToMoIIbI0 [ILP mo koHeyHoit Touke.

Pesyromamer. 1IpuMeHeHnE MUKPOCKOIUYECKOTO U KYJBTYPAJIbHOIO MCCIEAOBAHUS CIIO-
CcOOCTBOBAJIO YCTAHOBJICHUIO BHJIOBOW MPUHAJICKHOCTH JHUIIb TPHOOB C OTHOCUTEIBHO Xapak-
TEPHBIMU (DEHOTUITMYCCKUMH TIpH3HAKaMHU. Pe3ynbTaThl crienuUIecKol NeTEKIIMA aTHITHYHBIX
KYJIBTYp TMOJIyYEHBI ¢ UCHOJIb30BaHUEM MpaiimepoB K obnactu JIHK, Bximroydaroiieit BHyTpeHHME
tparckpudupyemsie criericepsl (ITS1, ITS2) u ren 5.8S pPHK. Onenka 3¢ dekTuBHOCTH UCTIONB-
3oBanus [I[P cBuaeTensCTBYET O BBHICOKOW UYBCTBUTEIBHOCTH, CIEUU(PUUHOCTH U AUATHOCTHU-
yeckoit a¢pextuBHOCcTH MeToaa [TIIP, Hexxenu periiaMeHTHPOBAHHBIC METO/IbI TMArHOCTUKH.

3axnouenue. PazpaboranHblie mpaiMepbl MOTYT OBITH MCIOJIB30BaHBI IS CHEIU(pUIECKON
nerexiuu T. mentagrophytes B knHUYeCKOM MaTepuare.

Knioueswie cnosa: Trichophyton mentagrophytes, nuarnoctrka, orieHka HHGOPMATHBHOCTH.

T.N. Titova, A.R. Mavzyutov, R.A. Fatkhutdinova, A.Z. Gabbasov, A.A. Titova, A.R.
Kharisova

APPLICATION OF THE POLYMERASE CHAIN REACTION METHOD
FOR TRICHOPHYTON MENTAGROPHYTES DETECTIONS
Bashkir State Medical University, Ufa, Russia

Obijective. Development of new approaches to Trichophyton mentagrophytes detection us-
ing PCR and evaluation of the test system informativity in comparison with the regulated meth-
ods of laboratory diagnostics of mycoses.

Materials and methods. The study used clinical material from patients with suspected tri-
chophytes caused by T. mentagrophytes. Regulated methods of laboratory diagnostics of derma-
tomycosis and molecular genetic technologies based on PCR were used. The primers were de-
signed using PrimerSelect software from Lasergene (DNASTAR, USA) and using sequences
from GenBank International (NCBI) corresponding to T. mentagrophytes (Z97995). The specific-
ity and sensitivity of the selected primers are tested using PCR at the end point.

Results. The use of microscopic and cultural studies has contributed to the identification of
species only with relatively characteristic phenotypic features. The results of specific detection of
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atypical cultures were obtained using primers for the DNA region, including internal transcribed
spacers (ITS1, ITS2) and the 5.8S rRNA gene. Evaluation of the effectiveness of polymerase
chain reaction use testifies to high sensitivity, specificity and diagnostic effectiveness of PCR

method rather than regulated diagnostic methods.
Conclusion. The developed primers can be used for the specific detection of T. men-

tagrophytes in clinical material.
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