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®UJTOTEHETUUYECKOE PA3HOOBPA3HUE U BUOJIOTMYECKHUE CBOMCTBA
YPOHATOI'EHHBIX HITAMMOB ESCHERICHIA COLI

HNHcTuTyT 3K0510THH ¥ TeHeTUKH Mukpoopranu3mMoB YpO PAH — dunuan [TOULL YpO PAH,
Ilepms, Poccus

[IpencraBien 0030p UMEIOUINXCSA B HAYYHOU JIUTEpaType MaTepuaios, Kacaromuxcs Gu-
JIOTEHETHYECKOT0 pa3Hoo0Opa3us u (pakToOpoB BUPYJIECHTHOCTH ypomatoreHHbx Escherichia coli
(UPEC). Ilocnennue coctaBisitoT 10 90% OakTepHanbHBIX KYJIbTYp MPH HEOCIOKHEHHBIX WH-
dexmusax moueBbBoAmUX nyTei (MMBII) y amOynaTopHbIX nanueHToB u okoio 50% — y mo-
Jell, HaXOASIIUXCS Ha CTallMOHapHOM JedeHuH. llpennpuHsTa mMombpITKa MPOAHATU3UPOBATH
POJIb M YaCTOTY BCTPEYAEMOCTH psiia (PaKTOPOB, KOTOPHIC MOBHIMNAIOT AJaNTalMI0 OaKTepuil K
YCIIOBUSIM MOYEBBIBOJSILEIO TPAaKTa U OOYCIOBIMBAIOT MX MEPCUCTEHIUIO M MHBa3uio. Pa3Ho-
oOpa3ue JaHHBIX 0 HA0Opy M YacTOTE BCTpedaeMOCTH (akTopoB naroreHHoctu cpeau UPEC
MOJATBEPAUIIO TUIIOTE3y, YTO HAIWYHUS OTIEIHHOrO TeHa WM Jake KiacTepa T'€HOB, KOIUPYIO-
MIUX OAWH (PaKTOP BUPYJIEHTHOCTH, HEIOCTATOYHO, YTOOBI OAKTEPUU MOTJIH BBI3BaTh 3a00JeBa-
Hue. O0cyxnaloTcs paboThl, TOKA3bIBAIOIINE BO3MOXKHOCTh CYIIECTBOBAHUS PA3IWYHBIX MaTO-
tunoB UPEC, a taxxe npuBeneHs! uccnepoBanus ruopuanbix, UPEC/mnapeereHHbIX, IITAMMOB.
AKIIEHTUpYeTCS BHUIMAaHHE Ha TOM, YTO KOMIUIEKC T€HOB BHUPYJIEHTHOCTH, B TOM YHCJIE B COCTa-
BE OCTPOBKOB MATOI€HHOCTH, B OOJIBIIEH CTENEHN XapaKTEePEH ISl MPEICTaBUTENCH OnpeaeeH-
HBIX Qunorenernueckux rpynm (B2 u D). ABTOpbI IpUXOJAT K 3aKIIOUYEHHUIO, YTO JJISl JIYYILIETro
noHnMaHus Ouosormueckoi ocHoBel UMBII TpeOyroTcst HOBbIe 3HaHUs O (uiorenese, (hakro-
pax BupyineHTtHocTH U nepcuctennnu UPEC, a Takke o marrepHax X03siMHA, CIIOCOOCTBYIOIIHNX
€ro BOCIIPUMMYMBOCTH K PA3JIMYHBIM [IATOTUIIAM 3TUX OAKTEpUH.

Kniouesvie cnosa: yponarorennsie Escherichia coli (UPEC), dunorenernueckue
rpyIsl, GaKTOPHI MATOTE€HHOCTH, TTATOTHIIHI.
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A review of the literature available on the phylogenetic diversity and virulence factors of
uropathogenic Escherichia coli (UPEC) is presented. The latter constitute up to 90% of the bac-
terial cultures in uncomplicated urinary tract infections (UTIs) in ambulatory patients and about
50% in people in hospital. An attempt has been made to analyze the role and frequency of occur-
rence of a number of factors that increase the adaptation of bacteria to the conditions of the uri-
nary tract and determine their persistence and invasion. The diversity of data on the set and fre-
quency of occurrence of pathogenicity factors among UPEC has confirmed the hypothesis that
the presence of a single gene or even a cluster of genes encoding one virulence factor is not
enough for bacteria to cause disease. The paper discusses the possibility of the existence of vari-
ous UPEC pathotypes, as well as studies of hybrid, UPEC/diarrheagenic strains. Attention is
drawn to the fact that the complex of virulence genes, including in the composition of patho-
genicity islands, is more characteristic of representatives of certain phylogenetic groups (B2 and
D). The authors conclude that, for a better understanding of the biological basis of UTI, new
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knowledge is required on the phylogenesis, virulence and persistence factors of UPEC, as well as
on host patterns that contribute to its susceptibility to various pathotypes of these bacteria.
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