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Lens. OnieHKa CTPYKTYPBI BO30YyIUTENCH, BBIICIICHHBIX U3 PECIIUPATOPHBIX 00pa3loB y
MalKUEeHTOB ¢ MyKoBUcLN1030M (MB) u3 paznuunbix pernonoB P® 3a 2018 rog.

Mamepuan u memooul. IpoBeicHO uccieaopanue 1245 npob ot 479 namuento ¢ MB u3
38 pernonoB P®. B paboTe ucnonp3oBajics KIacCHYECKUN MUKpoOUonornueckuii meroa. MmeH-
TAPUKAIUIO  BBIACICHHBIX MmMTaMMOB mpoBoawm ¢ nomombio  MALDI-TOF-macc-
CIIEKTPOMETPHH.

Pesynomamer. B pe3ynbTaTe NpOBEIEHHOIO HUCCIENOBaHUs BblaeieHO 4488 mTaMMOB
MHUKPOOPTraHU3MOB. JJOMUHUpPYIOIIEE MOJT0KEHUE B CTPYKTYPE KIMHUYECKUA 3HAUMMBIX IIITAMMOB
3aHUMaJM He(pepMEHTHPYIOIINE IpaMOTpUllaTeNbHble OakTepuu. OTMEYalloch MIMPOKOE BUIO-
BOE pa3HooOpa3ue BbIJICICHHbBIX BO30YIUTENEH.

3axnouenue. CTpykTypa OakTepuanbHbIX Bo30yauteneil mpu MB yHukanbHa U He
BCTpEYAeTCs MpHU APYTUx 3a00sieBaHUSAXK. MUKPOOMOIOTHUECKOE UCCIIEIOBAHUE PECTTUPATOPHBIX
00pa310B OT manueHToB ¢ MB MOMKHO OCyIIECTBIATHCS B CIELMATU3UPOBAHHBIX J1ab0opaTopu-
X, C YUETOM O0COOCHHOCTEH MeTa0oIM3Ma M CI0KHOCTEH UACHTU(UKAIIMN BBIIEICHHBIX IITAM-
MOB MUKPOOPTaHHU3MOB.

Knroueswie cnosa: MYKOBHUCIIMO03, 63KT€pI/II/I, HWKHUC ObIXATCIbHBIC ITYTHU, MOKPOTA.
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The aim of the study was to assess the structure of pathogens isolated from respiratory
samples in patients with cystic fibrosis (CF) from different regions of the Russian Federation in
2018.

Material and methods. A study of 1245 samples from 479 patients with CF from 38 re-
gions of the Russian Federation. The classical microbiological method was used in the work.
Identification of the isolated strains was performed using MALDI-TOF mass spectrometry.

Results. As a result of the study, 4488 strains of microorganisms were isolated. The dom-
inant position in the structure of clinically significant strains was occupied by non-fermenting
gram-negative bacteria. There was a wide species diversity of isolated pathogens.

Conclusion: the Structure of bacterial pathogens in CF is unique and does not occur in
other diseases. Microbiological examination of respiratory samples from patients with CF should
be carried out in specialized laboratories, taking into account the peculiarities of metabolism and
difficulties in identifying the isolated strains.
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