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HNCCJIEJOBAHUE BJIMAHUSA IOJIUMOPO®PU3IMA 'EHOB UMMYHHOI'O U
BOCITAJIUTEJIBHOI'O OTBETA (STAT4, PD-1, PD-L1) HA PUCK PA3BUTUS CU-
CTEMHOU KPACHOMU BOJIYAHKHU (CKB) YAETEHN
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Llens. TlpoBecTn aHanu3 pe3ylbTaTOB MeHOTHIIMPOBAHUS BBIOOPKU JETEH, CTPAJAIOLINX
CKB u CKB ¢ monyc-aeppurom (JIH), mo nmoxkycam STAT4 (rs3821236), PD-1 (rs11568821),
PD-L1 (rs2297136) B cpaBHEHHH C KOHTPOJILHOM TPYIION AeTell 0e3 Kakux-I1mbo ayTOMMMYH-
HBIX ¥ BOCHAJIUTENbHBIX 3200I€BaHUI.

Mamepuanvr u memoowi. [lanmentsl Pecniyonukanckoro Llentpa nerckoit Hedpomoruu u
3aMECTUTEJIbHOW IMOYEUHON T€paNuu U KapAUOJIOTHYECKOTo OTAENEeHUN Y3 «2-5 1eTcKas KINHU-
yeckass OonmpHHMIIA» T. MuHCKa ¢ ycraHoBieHHbIMH auarHo3amu CKB (n=7), CKB ¢ momyc-
HedputoM (n=18); KOHTPOJIb — AeTH 06€3 ayTOMMMYHHBIX M OCTPBIX BOCHAIUTEIBHBIX 3a00JIeBa-
Huil (n=67-80). O0BekT uccnenoBanus — renomuas JJHK, Beinenennas u3 odpasmos nepudepu-
YeCKOMW 1EeTbHON KPOBH CTAaHAAPTHBIM (DEHOII-XJIOPOGOPMHBIM METOIOM.

Pezynomamer. Yactora monmumopdubIx BapuantoB reHoB STAT4 (rs3821236), PD-1
(rs11568821), PD-L1 (rs2297136) uccnenosana B rpymie aeteii ¢ CKB 0e3 mopakeHus movyek u
¢ Jironyc-He@puToM (n=25) no CpaBHEHHUIO C JETbMH KOHTPOJIbHOU rpymmbl (n=80).

3axnouenue. AHanus pacrupesielieHuss 4acTOT TeHOTUIIOB/aljiesield T0 TOITUMOp(hHOMY JIO-
kycy rs3821236 STAT4 BbISIBIII CTaTUCTUYECKU 3HAUYMMYHO ACCOLIMALIMIO CYMMBbI T'€HOTHIIOB,
MMEIOIINX B CBOEM cOCTaBe X0Ts Obl oauH MUHOpHBIN amiensb (GG vs. GA+AA) ¢ puckom pas-
Butus CKB (p = 0,04 OR 2,54 [1,04—-6,41]) nas rpynnsl gereit ¢ CKB 0e3 nopakeHust nouex u ¢
HAJIMYUEM MMOYEYHOU MATOJIOTHH, YTO UMEET MOTCHUIUATbHYIO MPAKTUYECKYIO [IEHHOCTh ISl AH-
arHoctuku. [Ipu ananuze nomumop¢HbIx JokycoB PDCDI1 (rs11568821) u PD-L1 (rs2297136)
HE BBISBIIEHO CTATUCTHUYECKH 3HAUMMBIX PA3IMYUil MEXKY UCCIIEJOBAaHHBIMU TPYIIIaMHU.

Kniouegvie cnosa: cucremMHas KpacHas BOJIYaHKa, JIIOMyC-HEPPUT, JNETH, T€HETUYECKUN
nonumopdmsm, PD-1, PD-L1, STATA4.
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Obijective. To analyze the results of genotyping in children suffering from SLE and SLE
with lupus nephritis (LN) at the loci STAT4 (rs3821236), PD-1 (rs11568821), PD-L1
(rs2297136) in comparison with the control group of children without autoimmune and inflam-
matory diseases.

Materials and methods. Patients from the National Center for Pediatric Nephrology and
Renal Replacement Therapy and Cardiology Department of the “2nd Children's Clinical Hospi-
tal” Minsk with established diagnoses of SLE (n=7), SLE with lupus nephritis (n=18) and con-
trol (children without autoimmune and inflammatory diseases [n = 7-80]). Object of study - ge-
nomic DNA isolated from samples of peripheral whole blood using the standard phenol-
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chloroform method.

Results. Frequency of STAT4 (rs3821236), PD-1 (rs11568821), PD-L1 (rs2297136) gene
polymorphisms was studied in children with systemic lupus erythematosus without renal mani-
festations and with nephritis (n = 25) and in the controls (n = 80).

Conclusion. Analysis of genotype/allele frequency distribution of rs3821236 STAT4 re-
vealed that genotypes containing at least one minor allele (GA+AA) are associated with SLE (p
= 0,04 OR 2,54 [1,04-6,41]). Our findings are of the potential practical value for diagnostics. No
differences of statistical significance between examined sets of patients and controls were found
in our analysis of genotype and allele frequency distribution of PDCD1 (rs11568821), PD-L1
(rs2297136) polymorphisms.
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