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CKPUHHUHI' 1 HAEHTHOUKALUA ITATOI'EHHBIX AI'EHTOB BAHKAJBCKNX
I'VBOK C IOMOIIBIO KJNIETOYHOU KYJbTYPbI IPUMMOP®

! Tumuonoruuecknii uacturyr CO PAH, Upkytck, Poccus
2 YipKkyTCcKHii HAIMOHATBHBINA HCCIIeI0BaTEIbCKHI TEXHNUECKUH yHUBepeHTeT, MpKyTck, Poccnus

Llenv pabomul. UneHTH(UKAIUS TATOTEHHBIX areHTOB Ha KIETOYHOH KyJIbType MpHUM-
MOpP( ¢ TOCIEAYIONNM OPEIeIEHHEM UX MUKPOOHOMOB B TIOPaKEHHBIX I'YOKax M 9KCIIEPHUMEH-
TAJIbHO MH(MUIIMPOBAHHBIX KJIETOYHBIX KYJIbTypax IpuMMopd.

Mamepuanvt u memoowi. Pabota npoBezieHa ¢ IIOMOIIBI0 MOP(OIOTHIECKUX METOIOB U Me-
TareHOMHOT'O CEKBEHHPOBaHUS aMITMKOHOB 16S rRNA renoB ¢ 6nonH(GOMaIMOHHBIM aHATTH30M.

Peszynomamepi. OTMeuanoch CHUXKEHHUE U THOEIb 3eJI€HbIX MUKPOBOAOPOCIIEH 10 MOIHOTO
UX MCUYC3HOBCHUS M yBEIMYCHUE KomuecTBa Bacteroidetes u Proteobacteria.

3axnouenue. B nannoi pabote MpoBeAEH MOMCK MATONEHHOI'O areHTa B OOJIBbHBIX I'yOKax
C IPUMEHEHHEM KOMILIEKCAa COBPEMEHHBIX U KJIACCHYECKHX METOOB, YTO MO3BOJHUT PACIIUPUTH
IPE/ICTaBICHUS O CHMOMOTHYECKUX B3aMMOOTHOILICHHUAX B IPECHOBOAHBIX I'yOKax.

Kniouesvie cnosa: xnerodnasi KyabTypa NpuMMopd, cCMMONOHTEI, OOJIbHBIE TYOKH, MHK-
pOOHOM, ONMOPTYHUCTHUECKUE NTaTOTCHbI, aHHOTALMS U aCCEMOIMPOBAaHHE JAHHBIX.
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Aim. Identification of pathogenic agents on the cell culture of primmorphs followed by
the determination of their microbiomes in affected sponges and experimentally infected cell cul-
tures of primmorphs.

Materials and methods. The work was carried out using morphological methods and met-
agenomics sequencing of amplicons of 16S rRNA genes with bioinfomation analysis.

Results. There was a decrease and death of green microalgae before their complete disap-
pearance and an increase in the number of Bacteroidetes and Proteobacteria phyla.

Conclusion. In this work, a search for a pathogenic agent in sponges with the use of a
complex of modern and classical methods has been carried out, which will allow to expand our
understanding of symbiotic relationships in freshwater sponges.
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