© Kosnektus aBTopos, 2017
YK 579.2

J.B. Iloweuna, E.A. Cenusanosa, FO.A. Xnonko, A.O. I[LlnomHukos

HNCITOJIb30BAHME 18S METAT'EHOMHOI'O CEKBEHUPOBAHUA U151 ONEHKH
PA3HOOBPA3USA ITPOTUCTOB B I'NIIEPI'AJIMHHBIX BOOJOEMAX

WHCTUTYT KIETOYHOTO U BHYTpHKIeTOUHOTO cuMono3a YpO PAH, Openoypr, Poccus

L]ens. Ouenka pazHoOOpa3usl MPOTHCTOB B THIEPraIMHHBIX O3€pax METOAOM BBICOKO-
MIPOU3BOUTEIILHOTO CEKBEHUPOBAHUSI.

Mamepuansr u memoowvl. MarepuanoMm I UCCIEAOBAHUS MOCITYKUIU 00pa3ibl BOJBI
TUIEPraIiHHBIX BOJOEMOB - 03. Ty3myunoe (OpenOyprckas obmacts), 03. Kymar (UensOuHckas
obnactp). Toranehyro JIHK BbIgensnu KOMOMHUPOBAHHBIM METOOM, BKIIOYAIOIIUM MEXaHUYe-
CKYI0O TOMOT€HHM3allUI0 U (PepMEeHTATHBHBIN au3uc. 18S MerarenomHoe cexBeHupoBanue J[HK-
o6ubnuorek npoomwind Ha cekBeHatope MiSeq (Illumina, CIIHA). JlanHbie 10 cocTaBy cO00-
IecTB 00pabaThIBaI KOMIUIEKCOM OMOMH(OPMATHYECKHX TPOTPAMM.

Pezynomamei. BriepBbie METO/IOM BBICOKOMPOU3BOAUTEIHLHOTO CEKBEHHUPOBAHUS HCCIIEe-
JIOBaHO pa3zHOOOpa3me SyKapHoT JABYX 03EP, CXOIHBIX 10 MHUHepaiam3anuu - Tysmydanoe (Open-
Oyprckast oomacte) u Kynar (YensObunckas obnacts). B o3epe Tysnyunoe mpeobiaganu npes-
crasutenu Guiayma Chlorophyta. JloMmuHHpyroIIUe MOJIOKEHUE 3aHUMANIU 3€JIEHBIC BOJOPOCIH
poxa Nannochloris. Cpenu BBISIBICHHBIX MPOTHCTOB MHOTHME HE HIACHTH()HUIIMPOBAHBI, H BO3-
MOXXHO TPEJCTaBISAIOT coO0M HOBbIE BHUIBI. BumoBoe pazHooOpaszue mpotuctoB o3zepa Kymar
0bU10 He3HauuTeNbHBIM. JloMunupytonme OTE Obutn ipeacTaBieHsl KaOpOHOTMMH pakooOpas-
HeiMu Branchiopoda.

3axnouenue. BunoBoe 6oraTrcTBo 3ykapuoT o3zepa Ty3inydHoe ObLJIO 3HAYUTENBHBIM, 3a-
peructpupoBano 48 OTE, u3 koTopsix 45 ObutH K1acCU(UIIMPOBAHBI KaK MIPOTUCTHI, TOT/AA KaK B
o3epe Kymar 3apeructpupoBano 17 OTE, u3 KoTopbsIX TONbKO 4 OBLIN KJIACCU(PUITMPOBAHBI KaK
NPOTHCTBI, YTO, MO-BHIAMOMY, CBSI3aHO C MacCOBBIM pa3BuTheM paukoB Artemia salina. Takum
00pa3oM, COBPEMEHHBIE MOJEKYISIPHO-TEHETUYECKHE METOIbl MO3BOJISIIOT IMOIYYaTh IMOJHYIO
MH(POPMAIIHIO O COCTAaBE COOOIIECTB SYKAPUOT B COJICHBIX BOJIOEMAX.

Knroueswvie cnosa: THUIICPraJIMHHBIC BOAOCMEI, ITPOTUCTHI, METar€HOMHBIN aHaJInu3, BBICO-
KOIMPOU3BOAUTCIIBHOC CCKBCHUPOBAHUEC.
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Objective. Evaluation of the diversity of protists in the hypersaline lakes with high-
throughput sequencing.

Materials and methods. For the study samples of water were taken from hypersaline lakes
Tuzluchnoe (Orenburg region) and Kulat (Chelyabinsk region). Total DNA was extracted by a
combined method, including mechanical homogenization and enzymatic lysis. 18S metagenomic
sequencing of the DNA libraries was conducted in the MiSeq sequencer (lllumina). Data analy-
sis was carried out using a complex of bioinformatic programs.

Results. For the first time, diversity of eukaryotes has been studied with high-throughput
sequencing in two similar in mineralization lakes Tuzluchnoe (Orenburg region) and Kulat
(Chelyabinsk region). Representatives of the phylum Chlorophyta prevailed in Tuzluchnoe Lake.
Green algae of the genus Nannochloris were predominant. Many of the OTU revealed were not



identified and possibly represent new species. Species diversity of protists in Kulat Lake was
narrow. The dominant OTUs were represented by the fairy shrimps Branchiopoda.

Conclusion. Species richness of the eukaryotes in Tuzluchnoe Lake was significant, 48
OTU were recorded, 45 of which were classified as protists, as well as 17 OTUs in Kulat Lake
were recorded, including 4 OTUs of protists. That fact is apparently associated with mass devel-
opment of Artemia salina in Kulat Lake. Thus, modern molecular genetic methods allow to ob-
tain complete information on the composition of eukaryotic communities in salt water bodies.
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