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Lenv uccneoosanusn.OnpenenuTh BUJOBOM COCTaB M MEPCUCTEHTHBIE cBoicTBa (AIGA,
AJIpA, AJIA, ALIA) obauratHO-aHaIPOOHBIX MUKPOOPTaHM3MOB KHUIICUHUKA YEIIOBEKA.

Mamepuansr u memoosi. Matepuaiom i UCCIEAOBAHUS MOCTYXHINA IITaAMMBbI O0JIH-
raTHO-aHa3POOHBIX MHUKPOOPTAHW3MOB M IITAMMBI YCJIOBHO-TIATOTCHHBIX OAaKTEpUi, U30JHPO-
BaHHbBIC U3 ucnpaxHeHui 80 marmeHToB B Bo3pacte oT 18 g0 60 net ¢ | - Il crenenpro qucoumo-
3a. Beimeneno 254 mramma o0JMIraTHO-aHA3pOOHBIX MHUKPOOPraHM3MOB ponoB Eubacterium,
Prevotella, Clostridium, Bifidobacterium, Bacteroides, Propionibacterium. Beigencaue u uaeH-
TU(QUKAIMIO MHKPOOPTAHU3MOB OCYIIECTBIISLIN OOIICTIPUHSATBIMA METOJaMH, (PaKTOpBI MEepCH-
CTEHIIMH MUKPOOpPraHu3MoB omnpeaensuiu no meroaukam O.B. Byxapuna (1999, 2005, 2011) ¢o-
TomerpudeckuM criocoooM (AJIA) u ¢ momomisio MDA (AJIGA, AUTA, ALIA). 3mepenus on-
THYECKOH TIOTHOCTH mpou3Boauin Ha potomerpe ELX808 (BioTek, CIIIA). ITonyueHHble qaH-
HbIe 00paboTaHBl HEMapPaMETPHISCKUM METOJIOM C IPUMEHEHHEM KpuTepruss MaHHa- Y UTHU.

Pezynomamer. Tlpn syOuo3e KuIlleYHHKA B BHAOBOM CTPYKTYpEe MHUKPOCHMOUOIIEHO3a
npeodiagaii 00JUTaTHO-aHAIPOOHBIE MUKPOOPTAHU3MBI, CPeIU KOTOPBIX JOMUHUPOBAIH OW-
bunodakrepun Bumos B. longum, B. bifidum, B. breve, B. adolescentis. IIpu auc6uose Kumed-
HUKA YEJIOBEKa B CTPYKTYpPE MHUKPOCHMOHWOIICHO3a OTMEYAIOCh CHIDKEHHUE JOJU OOJIMTaTHO-
aHa’POOHBIX U MUKPOA’POPUIBHBIX OAKTEpUl, a TAaK)KE YMEHbBIIIEHWE WX YHCIEHHOCTU B CpPaB-
HEHUM C 2yOM030M. Y CTaHOBIICHBI PA3IUYUS B SKCIIPECCHH M MEHETPAHTHOCTH MEPCUCTEHTHBIX
CBOICTB OOJNUTaTHO-aHA’POOHBIX MUKPOCUMOMOHTOB B 3aBUCHMOCTH OT WX BHJJIOBOM MpUHAI-
JIKHOCTH.

3axnouenue. TlomyueHHble JaHHBIE PACHIMPSIOT MPEICTABICHHUS O BHIOBOM COCTaBE U
Ouornpodune obiuraTHO-aHaA3POOHBIX OaKTEpUil KUIIEYHOW MHKPOOHOTHI MPHU aCCOLMATUBHOM
cuMOuno03e yenoBeKa.

Kniouesvie cnosa: obnuraTHO-aHadpPOOHBIE MUKPOOPTaHHM3MBI, AHTHUIAKTO(GEPPHHOBAS,
AHTUMMYHOTJIO0yTMHOBAS, aHTUJIIM30IMMHAS aKTUBHOCTD, IIUTOKUHBI, TUCOHO3.
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Aim. To the species composition and properties of the persistent (AlgA, AIfA, ALA
ACA) of obligate anaerobic microorganisms of human gut.

Materials and Methods. The material for the study were strains of obligate anaerobic bac-
teria strains and opportunistic bacteria isolated from the feces of 80 patients aged 18 to 60 years
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with | - 111 degree of dysbiosis . Allocated 254 strain of obligate anaerobic microorganisms of the
genus Eubacterium, Prevotella, Clostridium, Bifidobacterium, Bacteroides, Propionibacterium.
Isolation and identification of microorganisms was carried out by conventional. Factors of per-
sistence of microorganisms studied photometrically (ALA ) and by ELISA (AIfA, AlgA). Meas-
uring the optical density produced a photometer ELx808 (BioTek, USA). The obtained data were
treated non-parametric method using the Mann -Whitney test.

Results. When eubiosis intestinal species composition dominated microsymbiocenosis
obligate anaerobes, including Bifidobacterium species dominated by B. longum, B. bifidum, B.
breve, B. adolescentis. When the human intestinal dysbiosis in the structure microsymbiocenosis
noted decline in the proportion of obligate anaerobic and microaerophilic bacteria, as well as a
decrease in their numbers compared to eubiosis . In analyzing the data set of biological proper-
ties of microorganisms and the differences in expression and penetrance persistent
microsymbionts pathogenic properties depending on their species .

Conclusion. These data are needed to understand of the species composition and
bioprofile obligate anaerobic bacteria of the intestinal microbiota in associative symbiosis of
man.
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