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B3AMMO/JIEMCTBHUE BIFIDOBACTERIUM BIFIDUM C IPEJICTABHATEJISIMUA
HOPMAJIbHO MUKPO®JIOPbI B MUKPOCUMBHUOIIEHO3E KUIIEYHAKA
YEJIOBEKA
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Lenv uccnedosanus: w3ydeHHe BIMAHUSA dK30MeTabomuToB B. bifidum na Guomorude-
CKHE CBOMCTBa OakTepuii, mpeacTaBuTeNicii HOPMOMIOPBI, ¥ X CHOCOOHOCTH B3aMMOJICHCTBO-
BaTh C ACCOI[MATHBHBIMH MHUKPOCHMOUOHTAMH.

Mamepuanvt u memoOwl: B UCCIIEIOBAHUAX UCIIOJIL30BAHBI IITAMMBI OaKTEPHiA, IpeICTa-
BUTEJICH HOpMalibHOM MuKpodIopbl KuineuHuka dyenoseka: B. bifidum, L. acidophilus, E.
faecium u E. coli nakro3ono3urusHbie Heremoautuueckue (lac «+»/hly «-»). B kadectBe ycioB-
HO-MTATOTCHHBIX MUKPOOPTaHU3MOB HMCIOJIB30BaIN KyIbTypsl E. COli makTo30HEraTHBHBIC TEMO-
mutnyeckue (lac «-»/hly «+»), K. pneumoniae u S. aureus. Beigencuue u naeHTU(UKAIIMIO MHK-
POOPraHU3MOB OCYHIECTBISLIM OOIICTIPUHSITHIMU METOAaMH B COOTBETCTBHU C METOIUYCCKUMHU
pekoMeHanusIMe. B mepBoii cepru 3KCIIEPUMEHTOB U3ydalld BiusHUue MetabonuToB B. bifidum
Ha OHOJIOTMYECKUE CBOMCTBA MUKPOOPIaHU3MOB, TIpe/IcTaBuTeNeH HopModiopsl. Bo BTopoii ce-
puH — BIHMSHUE CyliepHaTaHTOB OudumodakTepuil Ha B3aumooTtHotieHus B. bifidum, L. acidophi-
lus, E. faecium u E. coli lac «+»/hly «-» ¢ ycloBHO-IAaTOreHHBIMH acCOIMaHTaMH. POCTOBBIE
coiictBa (PC), obpazoBanue ouoruienok (bI1O) u antunuzonumHyo akTUBHOCTH (AJIA) Muk-
POOPraHM3MOB HCCIEIOBATN (OTOMETPHUECKUM CIIOCOO0M. M3MepeH s ONTHYECKO! TIOTHOCTH
npousBoamin Ha Gpotomerpe ELx808 (BioTek, CILIA). [TonyueHnble qaHHbIe 00padoTanu Hera-
paMEeTPHUYECKUM METOJIOM C TPUMEHEHHEM KpuTeprst MaHHa- Y UTHH.

Pesynomamei: yctaHoBsieHo, uro cymnepHarant B. bifidum B 33,3-66,7 % ciyuaeB cru-
MYJIAPOBAJT WK HE U3MEHsUT poct/pasMuoxkenne, BITO u AJIA MUKpOOpPraHU3MOB, XapaKTEPHBIX
JUISL DyOrM03a KUIICYHUKA, U, B TOM YHCIe OAKTEpHii CBOCTO BHIA, YTO MOXKET UMETh 3HAUCHHUE
npu pean3anni 0uduI00aKTEpUSIMUA KOJOHH3AIMOHHON PE3UCTEHTHOCTH OMOTOMA. BhIsSBICHBI
0COOEHHOCTH B3aMMOJEHCTBUS IK30MeTab0NIUTOB OMpuA00aKTEpUl C MUKPOOpraHM3MaMHu, Xa-
pPaKTEpHBIMHU TS 9yOH03a KHIICUYHUKA YETOBEeKa, 3aKTI0YAONIHecs B YCHICHHH WM CMEHE 3 (-
¢dexToB BiusHUA mpenctaButeneid Hopmodaopsl Ha BIIO accounanToB. MakcumanbHOe ycuiie-
HHE MHTHOMPYIOIIETo ACUCTBHS MHIWICHHBIX INITAMMOB IO/ BO3JCHCTBHEM OH(HI00aKTEpHUi,
orMeueno B accormarusax E. coli lac «+»/hly «-» u E. coli lac «-»/hly «+», a Taxke E. faecium u
S. aureus.

3aknouenue: TakuM 00pa3oM, MOJYYCHHBIE JTAHHBIE BO3MOXHO HCIIOJIB30BATh IS BBISIB-
JIEHUS] MEXaHU3MOB (DYHKIIMOHHUPOBAHUS HOPMATBHOTO MHUKPOCHMOHOIIEHO3a TPH acCOIHATHB-
HOM CHMOHO3€ UeloBeKa.

Knrouesvie cnosa: 6upunobakrepuu, yCuiieHne UHIMOUPYIOUIETO eUCTBUS, MIPEeICTaBU-
TEJIM HOPMAJIbHOM MHUKPOQIIOpHI, YCIOBHO-NATOI€HHBIE MUKPOOPTaHU3MBI, aCCOLIMAHTHI, OHO-
MIEHKO0Opa3OBaHME.
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INTERACTION OF BIFIDOBACTERIUM BIFIDUM WITH NORMAL MICROFLORA
IN MIKROSYMBIOCENOSIS OF HUMAN GUT
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Aim: study the effect of exometabolites of B. bifidum in the biological properties of
bacteria, representatives of normal flora, and their ability to interact with associative
microsymbionts.

Materials and methods: the study used strains of bacteria, representatives of normal
microflora of the human gut: B. bifidum, L. acidophilus, E. faecium and lactozopozitive and non-
haemolyticus E. coli (lac «t+» / hly «-»). As opportunistic pathogens using culture
lactosonegative and haemolyticus E. coli (lac «-» / hly «»), K. pneumoniae and S. aureus.
Isolation and identification of microorganisms was carried out by conventional methods in
accordance with the guidelines. In the first series of experiments studied the effect of metabolites
of B. bifidum in the biological properties of organisms, representatives of normal flora. In the
second series - the influence of supernatants of bifidobacteria on the relationship between B.
bifidum, L. acidophilus, E. faecium and E. coli lac «t» / hly «-» to opportunistic associants.
Growth Properties (GP), the biofilm formation (BFF) and antilysozime activity (ALA)
investigated photometrically. Measurements of the optical density produced on a photometer
ELx808 (BioTek, USA). The obtained data are processed by using the nonparametric Mann-
Whitney test.

Results: the supernatant of B. bifidum in the 33,3 — 66,7% of cases stimulated or did not
change the growth/reproduction, BFF and ALA microorganisms specific to eubiosis of intestine,
and, including its own species of bacteria that can make a difference in the implementation of
bifidobacteria colonization resistance habitat was found. The features of the interaction of
bifidobacteria with microorganisms exometabolites characteristic eubiosis human intestine, is to
strengthen, or change of the effect of the representatives of normal flora in the BFF of
assiociants. The maximum gain of the inhibitory action of indigenes strains under the influence
of bifidobacteria observed in association E. coli lac «+» / hly «-» and E. coli lac «-» / hly «+»,
and E. faecium and S. aureus.

Conclusion: thus, the data can be used to identify the mechanisms of normal
microsymbiocenosis associative symbiosis with humans.
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